ABSTRACT Acetobacter tropicalis Oregon-R-modENCODE strain BDGP1 was isolated from Drosophila melanogaster for functional host-microbe interaction studies. The complete genome comprises a single chromosomal circle of 3,988,649 bp with a GϩC content of 56% and a conjugative plasmid of 151,013 bp.
predicted GϩC content of 52%. The plasmid contains 145 candidate protein-coding genes. Among them are genes essential for conjugation (traA, traG, traW, and traY), plasmid replication (repA, repB, and repC), and likely members of a bacterial transport system (traI/dotC, dotG, dotH, icmB/dotO, and icmL/dotI) (13) . The plasmid also encodes virulence proteins for arsenic resistance.
Our sequence is significantly similar to that of A. senegalensis 108B, having a 97% average nucleotide identity (14) with 77% coverage of the genome. A. senegalensis originated from a spontaneous cocoa bean fermentation process (GenBank accession number LN606600). Despite the sequence similarity, phenotypically, our strain belongs to the A. tropicalis species based on its ability to grow on maltose and not grow on 10% ethanol or on yeast extract supplemented with 30% D-glucose (15) . Accession number(s). The chromosome and plasmid sequences of A. tropicalis Oregon-R-modENCODE strain BDGP1 have been deposited in GenBank under the accession numbers CP022699 and CP022700, respectively.
